Supplementary Fig. 1. All analyzed gene sequences and amino acid sequences

MoJMJL(MGG_04878)

MAPGNLNAGAGGGPASANASSRASPATNNNSNPKASMHGMPVNSNGYHPPKGQQLPLSSMTSPPLDLDSVERRGQPTAAREPL
KRRERLNGVEEAPTYYPTAEEFKEPMAYMRKIAPEARKYGICKIVPPDTWNPPFAIDTQKFHFRTRKQELNSVEGSTRVNMNYV
DALVKFHNQNGKEIRLPYVDKKPLDLYKLKKAVENRGGFDKVCKSKKWAEIGRDLGYSGKIMSSLSTSLKNSYQKFLCPYEEYL
RAARPGVHQQLELEYGGPLTPSPAPSPMKKSNINTPASARAGSPTRQASDALQATVNGKSTTTKDSVNSTKSAPSPASQPASGFTS
INSGGFKAVNSGGFTSVNRTPLPTGDSTTSTPVKSLAGAASAKNTPEYRSSALGAANALKRQLSCDSLDSRNENGDSKEDADGN
SRRSKRIKKENVPTVAGSHMTLFRPSLPRFPKDDSTPSPEKCHLCARGKETGFIVVCESCDYGYHGMCLDPPLKTKPDTEWNCPR
CLVGDGRFGFEEGGLYSLKQFQERAADFKQSYFEKKMPVDPQLNCHRPVTEDDVEREFWRLVSSIEETVEVEYGADIHCTTHGS
GFPTAEKNPDDPYSTDPWNLNILPLHPESLFRYIKSDISGMTVPWVYVGMIFSTFCWHNEDHYSYSANYQHFGATKTWYGIPGE
DAEKFEAAMREAIPELFATQPDLLFQLVTLLPPEQLKKAGVRVYAIDQRAGQFVITFPQAYHAGFNHGFNFNEAVNFAPSDWEPF
GLAGVERLQQFRRQPCFSHDELLWTAAEGIASGGLTIQTAKWLAPALERIHSRELAQRQAFVTKHKDLAQHSCAITGGEDSSCLL
SFKVEDEDVPEEEYQCGYCKVYTYLSRFKCLKSGQVLCLLHAGHHACCDAPEQNRLLGDQHVILYRKAEDIIAATYKKVADKA
SVPEAWEEKYDKILSEEATPSLKSLRNLLNEGEKIPFNLPSLAMLKTFVERCNRWVEDAANYTARKQQNRRKTDKSWRASIGKA
SDIQEPKDREVRSVSHMYKLMTEAEQLGFDCPEISQLQERAEAIKVFQENAQRVLEHSSTSTQSIDTVEELLEEGHSFNVDIPEVE
KLSHVLDQLKWSQKARQKRGTFISLNEVKELIEEGNRLGIRSYNDHMVHYNDQLNAGEQWERKAQEIINADAIHYAQLEALSQ
QATVNALPVSQATLAEVDRILFKQREALGQIQDLNARCRNADHRKRPMYAEVCEIMKKVEELQHKPNGTPELEKEQRRHEDW
MRKGKKLFGKTNAPLHILKSHLEYVLERNSDCFDIGHDKPRVPAEPASREPSPDAEPKLHRWEDPRFREVFCICRRTEAGMMIEC
ELCHEWYHGKCLKVARGKIREDDKYTCPICDWRVPIPRDASRPNLEDLLSWYDEIPGLPFQPEEEGVLKQIIDNAQDFRNHIGPY
CNNPMATASEVETQRFYLRKLEGAEILLAYETNFFRRELHKWSPVAPQPPPMVEVSKSTRKPRPTKLQKLFTQYGVDNVDDLPES
VRGKANSLKRKALNAEAAAAAAAAVSTTGTNTTSLSPAMQTPGSAHRFGGDRSYYSGPSSSQPSTPGLPMAGSTHGHASRPSEP
GQSPSLVHRQPGESPLNRADPLGINGSIHPGLLGTEPAQPGPRLMMGDAGSSTSSHALEERILNGQIDEATLQNEKPKILEILGRTE
AGRRQAEQLYGHAVWGGAVGAAESSEEGKDGGVEVERMFTDLVNHEDVTAETLESERNGMDALLDGE

1 ATGGCGCCCG GCAACTTGAA CGCGGGCGCC GGCGGGGGCC CTGCGAGCGC GAATGCCAGC
61 TCTAGGGCGT CACCGGCCAC CAACAACAAC TCGAACCCGAAAGCGTCGAT GCACGGTATG
121 CCAGTCAATT CGAACGGCTATCATCCTCCG AAAGGTCAAC AGCTACCGCT CAGTTCAATG
181 ACGAGCCCCC CACTCGACTT GGACTCGGTA GAGAGACGAG GGCAGCCCAC AGCTGCCCGG
241 GAGCCCCTCAAGCGTAGGGA GCGTTTGAAT GGAGTCGAGG AGGCCCCGAC ATATTATCCG
301 ACCGCCGAAG AGTTCAAGGA ACCTATGGCA TACATGCGCA AAATTGCACC CGAGGCTCGC
361 AAATATGGCA TCTGCAAGAT CGTACCGCCC GATACCTGGAACCCACCTTT TGCGATCGAT
421 ACGCAGAAAT TCCATTTCCG TACCCGCAAA CAGGAGCTGAACTCAGTCGAAGGAAGTACG
481 CGAGTAAACA TGAACTACGT CGATGCACTG GTTAAATTTC ACAATCAAAA TGGCAAGGAG
541 ATTCGACTCC CATATGTCGA CAAGAAGCCG CTTGATCTGT ATAAACTCAA GAAAGCTGTC
601 GAGAATCGCG GAGGCTTTGA CAAAGTGTGC AAGTCCAAGA AGTGGGCAGA AATCGGACGA
661 GATCTTGGTT ACAGCGGCAA GATCATGTCG TCGCTGTCAA CATCTCTGAAAAACTCGTAC
721 CAAAAATTCC TCTGCCCTTATGAGGAATAC CTTCGCGCTG CCAGGCCTGG TGTTCACCAA
781 CAACTGGAGC TTGAATACGG CGGACCATTG ACACCAAGCC CAGCTCCTAG TCCGATGAAA
841 AAGTCAAATA TTAATACACC CGCCAGTGCA AGGGCTGGAT CGCCGACGAG ACAAGCATCA
901 GATGCGCTAC AGGCAACAGT CAATGGAAAA TCCACTACGA CCAAGGACAG TGTCAACTCG
961 ACCAAATCGG CGCCTTCACC CGCCTCGCAACCTGCGTCTG GGTTCACATC GATAAACTCG

1021 GGTGGCTTCAAGGCAGTAAATTCTGGTGGT TTTACTAGTG TCAACAGGAC CCCTTTGCCC
1081 ACTGGCGATT CCACAACCTC TACGCCTGTT AAGTCTCTAG CCGGGGCAGC GTCCGCGAAA
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AACACCCCCG AGTATCGATC TTCGGCACTC GGGGCTGCCAATGCGCTCAA GCGCCAACTC
AGCTGCGATA GCCTAGATTC GAGGAACGAG AACGGCGACT CCAAGGAAGATGCGGATGGC
AACAGCCGAA GGAGTAAGCG CATTAAGAAG GAGAATGTTC CGACCGTAGC TGGGTCACAT
ATGACACTGT TTCGACCGTC GTTACCACGA TTCCCGAAAG ACGACTCCAC CCCGTCCCCT
GAGAAATGTC ATCTGTGCGC AAGGGGCAAA GAGACTGGTT TTATCGTGGT GTGTGAAAGT
TGCGACTATG GATACCATGG CATGTGCCTC GACCCGCCCC TCAAGACAAA GCCAGATACG
GAATGGAACT GCCCAAGGTG CTTGGTCGGG GACGGCAGGT TTGGATTCGA GGAGGGCGGT
CTTTACTCCC TGAAGCAGTT TCAGGAGAGG GCTGCAGACT TCAAGCAGTC CTACTTTGAA
AAGAAGATGC CAGTGGATCC TCAACTCAAC TGCCACCGAC CGGTCACCGA GGACGATGTC
GAGCGTGAGT TTTGGAGGCT GGTGTCCAGC ATAGAAGAAA CGGTGGAGGT CGAATACGGT
GCCGACATTC ACTGCACAAC ACACGGCTCT GGCTTCCCCA CGGCAGAAAA GAATCCAGAC
GATCCCTATT CTACGGACCC ATGGAACCTC AACATACTCC CACTACATCC CGAAAGCCTT
TTCCGGTACATTAAGAGCGA CATTTCGGGAATGACTGTTC CTTGGGTGTATGTTGGCATG
ATATTCTCGA CCTTCTGCTG GCACAACGAG GATCACTACT CGTACTCTGC CAACTACCAG
CATTTTGGCG CCACCAAGAC GTGGTATGGAATTCCGGGTG AAGATGCCGAAAAGTTCGAG
GCCGCGATGC GGGAGGCAAT TCCTGAGCTATTTGCGACAC AGCCGGACCT ACTTTTCCAG
CTGGTGACAC TGCTGCCACC AGAACAGCTT AAAAAGGCGG GCGTCCGGGT TTATGCCATC
GACCAACGGG CAGGGCAATT TGTCATAACC TTCCCGCAAG CATATCACGC TGGTTTCAAC
CACGGTTTCAACTTTAATGAAGCGGTCAAC TTTGCGCCGA GCGACTGGGA GCCTTTTGGT
CTTGCCGGGG TCGAAAGGCT GCAGCAGTTC AGGAGACAGC CATGTTTCTC GCATGACGAA
CTTTTATGGA CCGCAGCCGA GGGGATCGCA TCTGGAGGCT TGACGATACA AACGGCGAAG
TGGCTTGCTC CAGCGCTCGAAAGGATTCAC AGCCGTGAGT TAGCACAGAG GCAAGCTTTC
GTCACAAAGC ACAAGGACTT AGCGCAGCAC AGTTGCGCAA TAACTGGTGG CGAGGACTCA
TCTTGTCTTC TCTCTTTCAA GGTCGAGGAT GAGGATGTGC CAGAGGAGGA GTACCAGTGT
GGCTACTGCAAGGTGTACAC ATATCTGTCC CGGTTTAAAT GCCTCAAGTC CGGACAGGTC
CTCTGTCTGT TACACGCAGG GCACCATGCG TGCTGCGACG CACCAGAGCAAAACCGCCTT
CTGGGAGACC AACACGTTAT ACTATACCGG AAAGCTGAAG ACATCATCGC CGCTACGTAC
AAAAAGGTTG CAGACAAGGC CAGCGTTCCT GAAGCCTGGG AAGAGAAATA CGACAAGATT
CTAAGTGAGG AAGCCACTCC GTCACTCAAG TCTCTGAGAAATCTGCTTAA CGAGGGCGAA
AAAATACCAT TTAACCTCCC GTCATTAGCT ATGCTAAAGA CATTCGTCGAACGATGCAAC
CGCTGGGTTG AGGACGCTGC AAACTACACA GCGCGAAAGC AACAGAACAG GCGCAAGACT
GACAAATCCT GGCGCGCATC CATCGGCAAA GCCAGTGACATCCAGGAACC AAAAGACCGA
GAGGTGCGAA GCGTAAGCCA CATGTACAAA CTCATGACAG AGGCAGAGCA GCTTGGCTTC
GATTGTCCCG AGATTTCACA GCTACAAGAG CGCGCCGAGG CAATTAAAGT GTTCCAAGAA
AACGCACAAC GAGTTTTGGAACATAGCTCC ACATCTACGC AGTCTATTGATACTGTGGAA
GAGCTCTTGG AGGAGGGCCA CAGCTTCAAT GTGGACATTC CCGAGGTCGAAAAGCTATCG
CACGTGCTTG ATCAGCTTAA ATGGAGCCAG AAAGCACGCC AGAAGCGTGG GACCTTCATC
AGCCTGAATG AGGTCAAGGA GCTTATCGAA GAGGGCAACA GGCTTGGGAT TAGAAGCTAT
AATGACCACATGGTTCACTA CAACGACCAA CTAAACGCTG GTGAACAATG GGAGCGCAAA
GCACAAGAGA TCATCAATGC AGACGCAATT CACTACGCGC AGCTCGAAGC ACTTTCTCAG
CAAGCAACGG TCAACGCCCT GCCGGTATCT CAGGCGACCC TTGCAGAAGT CGATCGCATC
CTCTTTAAGC AACGAGAAGC CCTCGGGCAG ATCCAGGACC TTAATGCAAG ATGCCGCAAT
GCTGATCACA GGAAGCGGCC AATGTACGCT GAAGTGTGCG AAATCATGAA AAAGGTAGAA
GAACTGCAGC ACAAGCCGAA CGGAACCCCG GAGCTCGAAA AGGAGCAGCG TCGACATGAG



3781 GACTGGATGC GCAAAGGAAA GAAACTATTC GGGAAGACCA ACGCCCCGCT GCACATCCTC
3841 AAAAGTCATC TGGAGTACGT CCTGGAGCGT AATTCGGACT GCTTTGATAT TGGCCATGAT
3901 AAACCCCGAG TTCCGGCTGAACCAGCGTCG CGGGAGCCTA GCCCTGACGC GGAGCCTAAA
3961 CTTCATCGTT GGGAAGATCC CCGGTTCCGT GAGGTTTTCT GCATTTGTCG CCGCACGGAG
4021 GCTGGAATGATGATCGAGTG CGAGCTCTGC CATGAATGGT ATCACGGTAAATGTCTCAAG
4081 GTGGCACGGG GGAAGATCAG GGAAGACGAC AAATACACCT GCCCGATATG CGATTGGCGT
4141 GTTCCGATTC CACGCGATGC TTCGCGGCCG AACCTTGAAG ACCTACTTTC ATGGTATGAC
4201 GAGATACCCG GCCTCCCCTT CCAACCGGAA GAGGAGGGTG TGCTCAAACA GATCATCGAT
4261 AACGCACAAG ACTTCAGGAA TCACATTGGT CCCTATTGCA ACAATCCCAT GGCGACAGCT
4321 TCCGAAGTTG AAACGCAGAG GTTCTATCTA CGGAAGCTGG AAGGAGCTGAAATCTTACTG
4381 GCATACGAAA CTAACTTCTT CCGAAGAGAG CTGCATAAGT GGAGCCCAGT CGCTCCGCAG
4441 CCGCCTCCCATGGTGGAAGT CTCAAAGAGC ACGAGAAAAC CAAGGCCTAC AAAGCTCCAA
4501 AAGCTCTTCA CACAGTACGG TGTTGATAAC GTAGATGATC TACCCGAGAG TGTACGTGGC
4561 AAGGCCAACA GCCTGAAACG CAAGGCTCTC AACGCGGAGG CGGCGGCGGC GGCAGCGGCG
4621 GCAGTTTCAA CCACTGGGAC CAACACAACC AGTCTATCTC CGGCCATGCAAACACCTGGA
4681 AGTGCGCATC GATTTGGAGG AGATCGGAGC TATTACTCTG GCCCTTCATC GTCCCAGCCG
4741 TCAACTCCAG GTTTGCCTAT GGCTGGTAGC ACACACGGGC ATGCCTCACG TCCATCCGAA
4801 CCTGGTCAAA GTCCGAGCCT TGTTCATAGG CAGCCTGGGG AATCTCCTCT CAACAGAGCA
4861 GACCCGCTCG GTATAAACGG CTCTATACAC CCCGGGCTCT TGGGAACAGAACCCGCGCAA
4921 CCAGGGCCTA GGTTGATGAT GGGGGACGCG GGTTCATCGA CATCGTCGCATGCGCTGGAG
4981 GAGCGGATTC TAAATGGTCA AATCGACGAA GCGACGCTGC AGAACGAGAA GCCCAAAATT
5041 TTGGAGATAC TCGGCCGAAC AGAGGCAGGA CGACGACAGG CTGAGCAGCT TTATGGCCAC
5101 GCCGTTTGGG GAGGCGCAGT TGGTGCAGCG GAAAGCAGCG AAGAAGGCAA AGACGGAGGA
5161 GTTGAAGTTG AGCGCATGTT CACTGACCTA GTTAACCATG AAGATGTGAC GGCAGAGACG
5221 CTTGAAAGCG AGCGCAACGG GATGGATGCC CTTCTTGATG GCGAGTAA

MOJMJID2(MGG_09186)

MSNEEVYAVANGDTIAVVPPKPTGLNSPPDSNNAMKLDGSDSELSDLDDAIAADLQAARPDGSATTAPAPTASEPGPEPKIDIGEV
LPAEYSGTVPVFRPTMEQFRDFKLFMEKVNPYGMKSGIIKIVPPQEWRDSLPPIDDLVKTIRVREPIKQDIMGSNGTYRQVNVLHQ
RSYNLPQWRQLCDQSEHQPPARRGERRANAEKPKPAPRSKPAASATSNGTTTTTRGRPRGRRGRGGRGKSVASTRRESTVESET
RPMTPESPTGEEHTIAESVENEPGIKIEEDEDDAPVMPRRMGAVSGGKGKVQSTSARRKYIRREGSAMIDEAAFKDWDYRMDIS
DYTPERCEELERTYWKTLTYAQPLYGADLAGTLFHEDTELWNLNKLPNLLDVLGTKVPGVNTAYLYLGMWKATFAWHLEDVDL
YSINYLHFGAPKQWYSISQADARRFEAAMKNIWPTEAKACDQFLRHKAFLISPSHLQQY YNIKVNKCLSYPGEFVVTYPYGYHS
GYNLGYNCAEAVNFALDSWLPMGKIAKKCECAQAQDSVWVDVYEIERKMRGESTEYEETEDEDEEDEEDDDVSMAGLPTPPS
SLMVRVKARGRKRKRTGADAEDRPKVKRIRLRIRSHVEPPCCLCPNSIPGAEILPTDDGRKAHRLCALY LPEPFIEVVDNQEVIAN
VANIAKARLELKCLYCRSKKGACFQCSQKKCPRSYHATCAAAAGVFVEEGEVPIFGEDGTEYKEQAFEFSCRFHRNKRDKKLDG
PALEINTRVRDAASALKVGETCQVQYYRGEIFAGVVAENRPDEETLLLDIIPNGYDTPSSKKDRNSRLTQHSDRVEVEWKWILVP
DPSEFRLPKASPNAQPMPTSKKAQAEIHATKRAGEERPRADDMFAEGFRWAEFHTCDKDEFKNAPQGKVDLSKECQVWHYLG
KTSTDLRPQY TEDLARPQHNPKSSFLESISKPTPPRRLSITSTSSAEPRRSYTPIPLPKLPPGALKTEKPYVYKPRKSIYESQFSPQTF
APKNPMPPPASPSSQPPAGSDPRFKVPSAPASSTTSAAAAPTAISGNATTTTNTTQANASTAPTPSTYVSPY TSSNATAANTARPAVG
APLGPPPPKSTWAKPALPASSRRHTVSGGAPPVPRRNSLSGVQPPARPTPAAGATPRQSKVPLPPYVLQQQQKQQQPQQQPQRSQ
LSSVAQK YAFFQVNHNRDSSRYRTPYATWGGFTNGYEGSLQRQLMISTTRARSRSTVQHRRGNSFNLGGGLTGLTKPARHLNYS
DTEDSLDPMDTFKFPMSEPSSVPNSVPQSPSSISLDFSMPSPHLTAATAPSPTFPSLPDTSLTLFEPWDSAPSATSPMFPSPQYGSMW
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ATGTCCAACG AAGAGGTCTA CGCCGTGGCC AACGGTGACA CTATCGCCGT TGTGCCTCCG
AAGCCCACCG GTTTGAACTC GCCGCCCGAC AGCAACAATG CCATGAAGCT CGACGGCAGC
GATTCAGAGC TCAGCGACCT CGACGATGCAATCGCCGCGG ATCTCCAGGC CGCCCGGCCA
GACGGTTCCG CAACCACCGC GCCTGCTCCG ACCGCTTCCG AGCCCGGACC CGAACCCAAG
ATCGATATCG GCGAGGTGTT GCCCGCCGAG TATTCGGGTACCGTGCCTGT CTTCAGACCG
ACCATGGAGC AGTTTCGCGATTTCAAGCTC TTTATGGAAAAGGTGAACCC TTACGGCATG
AAGTCTGGTA TCATCAAGAT CGTACCGCCG CAGGAATGGA GAGACTCCCT GCCACCGATC
GATGATCTCG TCAAGACCAT CCGAGTACGC GAACCCATCAAACAAGACAT CATGGGTTCC
AATGGAACGT ACCGCCAGGT CAATGTGCTG CACCAACGCT CCTACAACCT ACCACAGTGG
AGACAGCTAT GCGACCAGAG CGAGCATCAA CCTCCCGCAC GCAGAGGAGA GCGTCGTGCC
AATGCAGAGA AGCCGAAGCC TGCGCCGAGG TCGAAGCCTG CTGCGTCCGC CACCAGCAAC
GGTACCACGA CTACCACAAG GGGACGTCCC CGCGGTCGCC GCGGGCGTGG AGGTCGTGGC
AAGAGCGTTG CCAGCACGAG GAGAGAGTCC ACGGTCGAGT CTGAGACGAG GCCCATGACT
CCCGAATCCC CGACCGGCGA GGAACACACAATTGCCGAAT CAGTCGAAAA CGAACCCGGT
ATCAAGATCG AGGAAGATGA AGATGATGCG CCTGTGATGC CTAGACGGAT GGGAGCTGTC
AGTGGCGGCAAGGGAAAGGT TCAGTCCACT TCGGCTCGGC GCAAGTATAT CCGACGTGAG
GGATCTGCCA TGATCGACGA GGCTGCCTTC AAGGATTGGG ACTATCGCAT GGATATCTCG
GATTACACCC CGGAGCGTTG TGAAGAGTTG GAACGTACGT ATTGGAAGAC TCTCACGTAC
GCCCAGCCAC TGTACGGAGC CGATCTGGCT GGTACCCTTT TCCATGAAGA CACCGAATTG
TGGAACCTAAACAAACTTCC CAACCTACTC GACGTTCTTG GAACCAAGGT CCCGGGTGTC
AACACCGCCTATCTTTACTT GGGAATGTGG AAGGCCACTT TTGCCTGGCA CTTGGAGGAT
GTCGATCTCT ACAGCATCAATTACCTTCAC TTTGGCGCCC CTAAGCAGTG GTACAGCATC
TCGCAGGCCG ACGCGCGTCG CTTCGAAGCC GCCATGAAAAACATTTGGCC AACTGAGGCC
AAGGCTTGCG ACCAGTTCTT GCGGCACAAA GCCTTCCTCATCTCGCCCTC CCACCTGCAG
CAGTACTACAACATCAAGGT CAACAAATGC CTGTCCTACC CAGGAGAGTT CGTCGTCACT
TATCCTTATG GATACCACTC CGGCTACAAT CTAGGATATAACTGCGCCGA GGCTGTCAAC
TTTGCCTTGG ACTCGTGGCT TCCCATGGGC AAGATTGCCAAGAAGTGCGAGTGTGCTCAA
GCCCAGGACAGCGTTTGGGT TGATGTTTAC GAGATCGAAC GCAAGATGCG CGGGGAATCA
ACCGAGTATG AGGAAACGGA AGATGAAGAC GAGGAAGATG AAGAGGATGA CGATGTGTCG
ATGGCTGGCC TGCCCACTCC ACCATCGAGC CTCATGGTCC GCGTCAAGGC TCGGGGTCGC
AAGCGCAAGC GAACCGGGGC AGATGCCGAA GACAGACCCA AAGTCAAGAG GATACGGCTT
CGCATCAGAT CGCATGTGGA GCCGCCCTGC TGTCTCTGTC CTAACAGTAT CCCGGGCGCC
GAGATTCTTC CCACGGATGA TGGTCGCAAG GCCCATCGTC TTTGTGCGCT CTATCTGCCG
GAACCTTTTATTGAGGTTGT CGACAATCAA GAAGTTATTG CCAACGTCGC CAATATCGCC
AAGGCAAGAC TGGAGCTGAA GTGCCTCTAC TGCCGTTCGA AGAAGGGTGC ATGTTTCCAG
TGCTCCCAGAAAAAATGCCC CAGATCTTAC CACGCCACTT GCGCGGCTGC TGCTGGCGTT
TTCGTTGAAG AAGGCGAGGT CCCCATCTTT GGTGAGGATG GTACCGAGTA TAAAGAGCAG
GCTTTCGAAT TCAGCTGCCG TTTCCACCGC AACAAGCGGG ACAAGAAATT GGATGGTCCC
GCTCTGGAAA TTAACACACG TGTCAGAGAC GCCGCTTCAG CCCTCAAGGT TGGGGAGACA
TGTCAAGTAC AATACTATCG CGGGGAAATC TTCGCGGGTG TCGTTGCCGAAAATCGCCCA
GACGAAGAAA CTCTCCTACT TGACATCATC CCCAATGGGT ACGACACCCC AAGTTCAAAG
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AAGGATAGGA ACAGCAGACT AACCCAACAT AGCGATCGTG TCGAGGTTGAATGGAAGTGG
ATCTTGGTTC CCGATCCTTC CGAATTCCGC TTGCCCAAGG CCTCACCGAA CGCGCAGCCC
ATGCCAACGT CGAAAAAGGC TCAGGCTGAG ATTCACGCTA CCAAGCGGGC AGGAGAGGAG
CGGCCAAGGG CAGACGATAT GTTTGCCGAG GGTTTCAGGT GGGCAGAGTT CCATACCTGC
GACAAGGACG AGTTCAAGAA TGCGCCACAG GGCAAGGTCG ACTTGTCCAAGGAGTGTCAG
GTGTGGCATT ATCTTGGCAA GACATCCACA GATCTTCGAC CACAGTACAC CGAAGACCTT
GCCCGTCCTC AGCATAACCC GAAGAGCAGC TTCTTGGAGT CTATCTCCAA GCCGACCCCG
CCTCGCCGCC TGTCGATAAC TTCAACTTCT TCTGCTGAAC CTCGCAGGTC TTACACTCCG
ATTCCTCTTC CCAAACTCCC TCCCGGCGCT CTCAAGACCG AGAAGCCGTACGTGTACAAA
CCCCGCAAGT CGATCTACGA GTCGCAATTC TCGCCACAGA CCTTTGCCCC CAAGAACCCT
ATGCCCCCTC CCGCTTCGCC GTCTTCCCAG CCACCAGCTG GATCCGACCC GCGATTCAAA
GTGCCTTCTG CCCCCGCTTC TAGTACCACT TCTGCCGCTG CCGCCCCAAC TGCGATTTCA
GGAAACGCTA CCACGACCAC CAACACAACT CAAGCCAACG CTTCCACTGC TCCAACCCCT
TCCACGTATG TATCCCCCTA CACCTCGTCG AATGCCACAG CCGCGAATAC AGCGCGCCCG
GCTGTTGGTG CTCCGCTTGG GCCGCCCCCA CCCAAATCTACTTGGGCGAA GCCAGCATTG
CCAGCTTCTT CACGCCGACA CACAGTGTCT GGCGGGGCTC CTCCCGTCCC GAGACGAAAT
TCCCTGAGCG GTGTTCAACC GCCCGCGAGA CCAACTCCTG CTGCTGGCGC CACTCCCAGA
CAGTCTAAAG TTCCACTACC ACCTTATGTA CTCCAACAGC AGCAGAAGCAACAGCAGCCT
CAACAGCAGC CGCAGCGCTC GCAGCTTTCT AGCGTAGCTC AGAAGTATGC TTTCTTCCAG
GTGAACCACAACAGGGACTC GTCAAGATAT CGGACACCCT ACGCCACCTG GGGTGGTTTC
ACCAATGGCT ACGAAGGTAG TCTGCAGCGG CAATTGATGA TATCGACCAC TCGTGCTCGC
TCTCGATCTACTGTCCAGCA CCGACGTGGT AATAGTTTCAACTTGGGTGG TGGGCTCACC
GGACTGACCAAACCTGCGAG ACATCTCAAT TACAGCGACA CAGAGGATTC ACTCGACCCC
ATGGACACCT TCAAGTTTCC TATGTCTGAA CCAAGTTCTG TTCCCAACTC GGTTCCTCAG
TCTCCATCTT CAATATCGCT CGACTTTTCG ATGCCATCTC CGCATTTGAC GGCAGCCACG
GCACCTTCGC CCACCTTTCC TTCGCTGCCC GACACCTCAC TTACCCTGTT CGAGCCATGG
GATAGCGCAC CCTCAGCCAC TAGCCCAATG TTCCCATCGC CACAGTACGG ATCGATGTGG
CAGCAGCCTT TCATCGGACC ACTGAGCTTC ATGGAGTCAATGTCTCATAC TCTTGGTCCA
TTGGGGTCGATGGGTCTGGG GCCCCTTGGT CCTATGGGTT CCGGGTCTCAAGTGGGTTCT
TTTGGGGGCT CGGCCGACGT TGTTTTCACAACGCCAGCAATGACGATGAA TCCCACAACG
CCACCGCCCATGAGTCCTTT GACGCAGCAT GTGCCATCGA CGCCACCAGG ATCCCGCGGG
TCCCAGTTTG TTTCGGGGAC TCCGTCGGTG CCAACGTCAC CTGGATCGTC GGTGACAACT
TCGCATCACC AAACGCCGGA GCAACAACTG AGGCAGCAGC TTCGCAGGAT CTCAGATCCA
CCGCAGTCAC CGTATCGTTT CCGGTGTTTAAATCAGCCGA GGTCGCGACA TAGGAGCCGC
AGCTCTCTAA GCGGGTTCAA CCAGTTGCAA GGCCAGATTC TCAACCTGTA CCCGTCACTG
CCGAATAACAACGTACCCAG CAGCACTTGA

MoJMJID3(MGG_02032)

MNRFNIMSDNFMDAPVGFEAFVNTSPANFRSYMLGILRNRHQRKTPKADAIDQLQAEVAKLREENEKLRQASTAKKPWDEDAE

ATKLRATIAELQAENDRYKQQGTALLNSMVSPVSSLSDGSCGVASSSSSPEDFETGGESPNYESDASSSLVQQNENSRSALPSKTPA

TQQIAAPTVPTIHVDEMGPNFTSSIEKLGHTFTGLVRIVGLESVDPRQLGEQPAEDWDLRSVKYCHENQTCKIYLGDNKTGFQMP

DFPVATADPSEAEMEEFIDRICNDPPKEQINYYVGPSLAHDNPRFDQLIRPGGLEQLPKLRQEKASERGADPRMYGDVPGVTSPY

HHIGEPMSGTGLHCEDGNLQSANINLLGLKLWVLIDPKSTEKLETFIRTRYGGRRCDQWLRHLHLFVRPADLRKEKIEFKMVAAR

PGDMVVTGPRQYHMVVNMTASFAVAINFLLAGDPLFPERETQVCADCCFVFALEENLGNFKGVDECMPGEQQVASQDSHIKAS



RTRNKPTATNSATNLDRENTPAPGRLGTTNSATAVLRNKLPGNPKAVKRKPPDTHQAHNGQHRRYLPNDQLTKRQRNTPTIKELA
EELTGHRAKERFGRYMLAFNNESSLELPAPWDDQVDFTSQVYSYIEKGGQYTESGAFRKLVGLIVTAYAVRRADMQSAEIGRRN
MNRQLQQKYFGTVIKRMSQQAFWNWISRNRNLWSLGSGLLPYLPSDNEGMASFRDYERSSKAEVDQLKAELDKIPQVKEMEQ
AGEAFVDRILQRRKFVWQDIASKELEQLPIEALLSLVKVRRLEENETDKSWQPLPEYQWQRPDAVVQGAQCELCEADSCDCIRR
CFAKAPSVVYFDGKELGLQAMAEVPGDMAYRKGTLIGEIVGRIVPPNTYNDGRAMNMVREDMDNEYVGQIWTGEEGNIFRFT
NHKCANAEAEVKGKKISGAYRMVLVATQDILHGMEVCVDFGQKFDPCFCEICRSSVLRS

1 ATGAACCGTT TCAACATAAT GTCAGATAAT TTTATGGACG CGCCTGTGGG CTTCGAAGCC

61 TTTGTCAACA CGTCACCCGC CAACTTCAGG AGTTATATGT TGGGCATTTT GCGTAACCGA
121 CACCAACGGA AAACCCCTAAAGCCGATGCG ATCGACCAAC TGCAGGCCGA GGTTGCAAAA
181 CTGCGGGAGG AAAACGAAAA ACTACGGCAG GCCAGCACAG CCAAGAAACC ATGGGATGAG
241 GACGCCGAGG CGACCAAGCT GCGGGCTACG ATCGCAGAAT TACAGGCCGA AAACGATCGG
301 TACAAGCAAC AAGGCACAGC GCTTTTGAAC AGTATGGTCAGTCCGGTCAG CAGTCTCTCA
361 GATGGGTCTT GCGGGGTCGC CAGCAGTTCC AGCAGTCCCG AAGATTTTGAAACCGGCGGC
421 GAGAGTCCAA ACTACGAATC CGATGCATCT TCGAGCTTGG TCCAGCAGAA CGAAAATTCA
481 CGGAGTGCTT TGCCATCAAA AACGCCTGCC ACCCAACAAATAGCCGCTCC CACGGTACCA
541 ACAATACACG TTGACGAAAT GGGTCCGAAT TTTACCTCCA GCATCGAGAA GCTTGGGCAC
601 ACTTTCACCG GCTTGGTGCG TATCGTCGGC TTGGAAAGCG TCGATCCACG CCAGCTAGGG
661 GAACAACCGG CCGAGGACTG GGATCTTCGG AGTGTAAAAT ATTGCCATGA GAACCAAACG
721 TGCAAAATAT ATCTTGGCGA TAACAAGACG GGGTTTCAGATGCCGGACTT CCCCGTGGCG
781 ACCGCGGACC CGTCTGAAGC AGAAATGGAG GAGTTCATCG ACAGAATTTG CAACGACCCA
841 CCCAAGGAAC AGATCAATTA CTATGTCGGG CCATCGCTTG CACACGATAA CCCGCGATTT
901 GACCAGTTGA TCCGCCCGGG TGGTCTCGAA CAGCTACCAAAGCTGCGCCA GGAGAAAGCG
961 TCTGAAAGAG GTGCTGATCC AAGAATGTAC GGGGATGTTC CTGGCGTGAC CAGCCCTTAC

1021 CATCATATTG GTGAACCGAT GTCTGGCACT GGCTTACATT GCGAGGACGG CAACCTTCAG
1081 TCCGCCAATA TCAATCTCCT GGGACTTAAG CTATGGGTTC TGATCGACCC GAAGTCAACG
1141 GAAAAGCTGG AAACATTCAT CAGAACACGC TACGGCGGTC GTAGGTGTGA TCAATGGCTC
1201 CGGCACCTTC ACCTGTTTGT TCGACCAGCC GACCTCCGCAAAGAGAAAAT CGAATTCAAG
1261 ATGGTGGCTG CCCGTCCTGG CGACATGGTC GTGACGGGGC CGAGGCAGTA CCACATGGTA
1321 GTCAACATGA CCGCGTCGTT CGCCGTAGCC ATTAACTTTC TGCTGGCTGG TGATCCATTA
1381 TTTCCCGAAA GAGAGACGCAAGTGTGCGCAGATTGCTGTT TTGTATTTGC GTTGGAAGAA
1441 AATCTTGGAAACTTCAAAGG TGTGGACGAA TGCATGCCTG GTGAGCAGCAAGTCGCCAGC
1501 CAAGATTCGC ATATCAAGGC TTCAAGAACA AGGAATAAGC CCACGGCCAC AAATTCAGCT
1561 ACCAACTTGG ACAGGGAAAA CACCCCAGCA CCGGGAAGGT TAGGGACGAC GAACTCTGCT
1621 ACCGCTGTAT TGAGGAACAAATTGCCCGGC AATCCAAAGG CCGTTAAAAG AAAACCCCCG
1681 GATACTCACC AAGCACACAA TGGGCAACAT CGCCGGTACC TGCCAAATGA TCAGCTCACG
1741 AAGCGGCAGA GAAATACCCC GACTATCAAA GAGCTGGCAG AGGAGTTGAC AGGACACCGC
1801 GCGAAGGAGC GGTTCGGGCG TTATATGCTG GCATTCAACA ACGAATCCTC TCTCGAGCTC
1861 CCAGCACCCT GGGACGATCAAGTTGACTTC ACCTCGCAGG TTTACAGCTA CATCGAAAAG
1921 GGAGGACAGT ACACAGAGTC CGGGGCATTC CGAAAACTTG TGGGATTGAT TGTTACAGCT
1981 TATGCGGTCA GGCGCGCAGA TATGCAGTCG GCCGAAATAG GCAGGCGCAA CATGAACAGA
2041 CAGCTGCAAC AGAAATATTT CGGAACAGTC ATCAAGAGAATGAGCCAGCAGGCTTTCTGG
2101 AACTGGATAT CACGGAATCG TAATTTGTGG AGCCTAGGAT CTGGGTTGCT GCCTTATTTA
2161 CCAAGCGACAATGAGGGCAT GGCGTCATTT CGAGACTACG AAAGAAGTTC CAAGGCAGAG



2221 GTGGACCAAC TCAAAGCAGA GCTTGACAAA ATCCCACAAG TCAAAGAAAT GGAGCAGGCT
2281 GGAGAAGCGT TTGTTGACCG AATTTTACAG CGTCGCAAAT TCGTCTGGCA GGACATCGCC
2341 TCCAAAGAGC TTGAACAGCT GCCTATAGAG GCACTACTGT CACTGGTCAAAGTTAGGCGC
2401 CTTGAAGAAA ACGAAACCGA CAAATCATGG CAGCCCCTGC CGGAATATCA ATGGCAGAGG
2461 CCCGACGCGG TCGTTCAAGG CGCGCAGTGC GAGTTGTGTG AGGCGGACTC GTGTGACTGC
2521 ATCAGGCGTT GTTTCGCCAAAGCACCTTCC GTTGTGTATT TTGACGGAAAAGAACTTGGC
2581 CTGCAAGCAATGGCGGAAGT TCCCGGGGAT ATGGCGTATA GGAAGGGCAC TCTGATTGGG
2641 GAGATTGTTG GGCGCATCGT CCCTCCCAAT ACTTATAACG ACGGCCGAGC TATGAATATG
2701 GTTAGAGAGG ATATGGACAA TGAATATGTG GGCCAGATTT GGACCGGAGA AGAGGGTAAT
2761 ATCTTTCGGT TTACGAATCA TAAGTGTGCG AATGCCGAGG CGGAAGTGAA GGGGAAAAAA
2821 ATATCGGGGG CTTATAGGAT GGTTCTCGTT GCAACTCAGG ATATACTGCA CGGTATGGAG
2881 GTGTGTGTGG ACTTTGGGCAAAAGTTCGAC CCATGTTTTT GTGAGATCTG CAGGTCGTCT
2941 GTGCTGAGGA GCTAA

MOJMJID4(MGG_04401)

MLQFRADESHMSGGESITQNYTSRAAEDAAEHVSNDALESSIPVHPLGVKPLGNQYFAPGGNARRNIGAFQILPDESLMLLLEQF
DAHTLRVLGYTCKFLFAFCSSDDLWKTLFLESHEENPRPFEWFGSWKSSLLGSTKDKNAKVDCSTVFSDVLHRPFVCSHVPLAG
YAAGIPKQNQIRKFPDLTYDDFADKWSSTPFVLTDVVPAWPVYKQWSLDTLLKKYPDVSFRAEAVDWPFSTYHQYMLDTKDES
PLYLFDKRFAEKMDLTVGRQDGAAYWKPDCFGPDLFELLGSDRPAHRWLIIGPERSGSTFHKDPNATSAWNAVIEGAKYWIMFPP
SVQVPGVYVSEDNSEVTSPLSIAEWLLEFHAEARMIPECVEGVCNAGEVLHVPSGWWHLVVNLEAGIALTQNFVPKSHLSDALS
FLRDKPDQVTGFKREIQDPYELFRSGLEQKHPELLKKSLEELEQRTQRKRKWDAAVGPHGEAEENGGGGGFTFGFGGGDDDDIP

1 ATGCTGCAAT TCAGGGCGGA CGAGTCCCAT ATGTCTGGTG GCGAGTCTAT TACTCAGAAC
61 TACACCAGTC GCGCCGCCGAAGATGCTGCC GAGCACGTCT CAAACGATGC ACTTGAGTCA
121 TCGATTCCCG TTCATCCTCT TGGAGTGAAG CCTCTGGGGAATCAGTACTT CGCACCTGGC
181 GGCAACGCAC GGCGGAACAT CGGGGCTTTC CAAATACTGC CTGACGAGTC TTTGATGCTT
241 TTGCTTGAAC AATTTGATGC GCATACTCTC AGGGTGCTGG GGTACACCTG CAAATTTTTG
301 TTCGCCTTCT GCAGCTCGGA TGATCTGTGG AAGACTCTAT TCCTCGAATC ACATGAAGAG
361 AATCCTCGCC CTTTCGAGTG GTTTGGCTCT TGGAAATCCA GCCTCCTTGG CTCGACCAAG
421 GACAAAAATG CGAAAGTAGA CTGCAGCACC GTATTCTCCG ATGTTCTGCATCGTCCCTTC
481 GTTTGCAGCC ATGTGCCTTT GGCAGGATAT GCCGCCGGGATTCCAAAACA AAATCAAATC
541 AGGAAGTTCC CAGATTTGAC GTATGATGAC TTTGCGGACA AATGGAGTAG CACTCCATTT
601 GTGCTCACCG ACGTCGTGCC TGCTTGGCCC GTCTATAAAC AATGGAGCCT CGACACCTTG
661 TTGAAAAAAT ATCCCGACGT CAGTTTCAGG GCCGAGGCCG TAGACTGGCC ATTCTCGACG
721 TATCACCAGT ACATGCTCGA TACCAAAGAT GAAAGCCCTT TGTATCTCTT CGACAAAAGG
781 TTCGCCGAAAAGATGGACCT CACTGTTGGT CGGCAAGACG GTGCTGCCTA CTGGAAACCT
841 GACTGTTTCG GGCCCGACCT GTTTGAGCTC CTCGGGTCCG ACCGTCCCGC ACATCGTTGG
901 CTCATCATCG GTCCGGAAAG GAGCGGCTCAACATTCCACAAGGATCCAAA CGCAACCAGT
961 GCATGGAACG CGGTGATCGA GGGAGCCAAA TACTGGATTATGTTCCCTCC ATCAGTGCAG

1021 GTGCCCGGCG TGTACGTATC TGAGGACAAC AGCGAGGTGA CCAGTCCTCT TAGCATTGCT
1081 GAGTGGCTTT TAGAGTTCCA TGCCGAGGCC CGCATGATTC CCGAGTGCGT CGAGGGTGTA
1141 TGCAACGCCG GAGAGGTTCT TCATGTTCCC AGTGGCTGGT GGCATTTGGT GGTGAACTTG
1201 GAGGCTGGAATTGCCCTGAC ACAGAATTTC GTGCCGAAAT CTCACCTTTC GGATGCCTTA



1261 AGTTTCCTTC GGGACAAGCC TGATCAGGTC ACTGGATTCAAGAGGGAAAT ACAAGATCCA
1321 TATGAACTGT TTAGGAGTGG CCTCGAGCAG AAACACCCTG AGCTGCTAAAGAAGTCTTTG
1381 GAGGAGCTTG AGCAGCGTAC GCAAAGAAAG AGGAAGTGGG ATGCCGCGGT CGGACCACAC
1441 GGAGAAGCAG AGGAGAATGG CGGTGGCGGT GGCTTTACAT TTGGTTTCGG TGGCGGGGAT
1501 GACGATGACA TCCCCTAA

MoJMJID5(MGG_01068)

MPSAMHPQAKFDPIPPDLHLESLVENTPNFNWVVRIPASKINRFGPQGFEKLVLLHVIHGGKPLVIEGWNDRLDPSLFSARWLESA
YDKKEEPVRDIGGQTDMRMTIGHYLRSMPQLTNQWTPSNFREERRQRLY LKDIDCPPEWHDRLRKILPPNVFYMNDNIDKRGN
EIDMDSFGETGCAPAGDLMSCLPEEMRAQNLMCYIGHEGTYTPAHREMCGSLGQNIMIEASGGDNGEKPGSSIWFMTETKDRE
VVKEYFLSMLGHDIEIEKHFAQVNAWKKASFPVYVVEQKPGDFLLIPPLAPHQVWNRGTRTMKVAWNRTTVETLELAIHEALPK
ARLVCRDEQYKNKAIIYYALKKYYKDIQSMDDNADIGMLGYGHDLVKNSTRSKQMMQDFKKLFALYTDILVDEMFGTKEANV
EYIEFDSNITCSYCRCNIFNRFLTCKHCIRMLTTGDEDTYDICMECYAMGRSCVCVSKLSWCEQWNWSDLVQNYEEWRTMIIQD
DGFIDINNSPLPLEIMRKKAGRKSVAQICQEQLRRRPFNDITKVEQPETLEPSDVEIDGEGRPVKKKKNRRKKKAGETYRCHVCC
HRDNTFRLAFCSNIGCAEAYCYGTLYRAFDLMPQDVLRTENWKCPKCLKICNCGSCRKANNTTPYTPKKTLLGHDTNRVADDR
SKELLVDFRVHNLTWLKATGEESRSHNSKRLQRLKEQADAEKAKDDTTNDVDVSMSGTGDNVAQEQQQPVQVGYGDQSAILD
TDNYGQPEMAQDGTSGDPIDAHGEPDDMFVTGAAVDSTPYPDPLGDRDRMVGLGYYEQDGPDRILFDDFEAPDLNALEQEEEN
EYLOKMLQKAKRKAKKDDDDDPDFRGPKSWRKKSRNDTMATALYNAMVDPSLLSAGGDTQIAPAGDVALEDGVEVHPSTNA
PIPGEPNQPILRHAKPMVSYVEPDEGFEEFNEVYEAAPKRDFPSQVDFTRDHTTGADPLDLAAEAMRTLLGGSDGDGFMGDALD
PSQKTAPIAARAEPSRPRGRPGRPKRQSERLRLADAVPEPTAPKPRKSRTSTLASQGLDRAADDDDAQPAEQPDAGDIQQRPAPGP
RKRGRPRKIRPIEDAASRSPSPDTPKY MSMAERMALRGKKLKVAKSRQAINRPSTKPSQSEASTPSTQHANTPTPVEFESAARPVT
RGSVGWPKRTQEHEEREHIGHSSSVAEEQQREQEQEQDSNKQSEDDDFVLAAEEPESRPSTSVSVSSSSVSAFAPRPGPPGSQLRY
PQPASVPKANPGPTVVRLGDLDLDQDDSDDFMDGLDDNISLSDSGSDDDDEGIPAYVKPKPVATRGRGRPRGGRAIRGGRGRGR

GLR

1 ATGCCGAGTG CTATGCACCC CCAGGCCAAG TTCGACCCGATCCCACCGGA CCTTCATCTT
61 GAGTCTCTTG TCGAGAACAC GCCAAACTTC AACTGGGTCG TGAGGATCCC CGCCTCCAAG
121 ATCAATCGAT TCGGGCCCCAAGGTTTCGAG AAACTCGTAC TCCTCCACGT CATCCATGGC
181 GGGAAGCCGC TGGTCATTGA GGGCTGGAAC GATAGGCTCG ATCCGTCCCT CTTCAGTGCA
241 CGATGGCTCG AAAGTGCTTA CGACAAGAAG GAGGAGCCAG TGCGCGACAT TGGCGGGCAA
301 ACGGACATGC GCATGACCAT CGGCCACTAT CTCCGCTCCATGCCTCAGCT TACCAACCAG
361 TGGACACCTT CAAACTTTCG CGAGGAACGG AGACAGCGGC TCTACCTCAA GGATATCGAC
421 TGTCCGCCAG AGTGGCATGA CCGACTACGC AAAATCCTGC CACCCAACGT CTTTTACATG
481 AACGACAATA TCGATAAGCG GGGCAACGAG ATAGATATGG ATTCGTTTGG AGAGACTGGC
541 TGCGCACCTG CCGGCGATCT CATGAGCTGT CTACCGGAGG AGATGCGTGC CCAGAATCTC
601 ATGTGCTACATTGGCCATGA GGGTACATAT ACCCCCGCTC ATCGCGAAAT GTGTGGCAGT
661 TTGGGCCAGA ACATCATGAT CGAAGCTTCG GGTGGTGACA ACGGAGAGAA GCCGGGAAGT
721 TCCATCTGGT TTATGACCGA GACCAAGGAT CGCGAAGTTG TCAAGGAGTACTTTCTCTCC
781 ATGCTGGGTC ACGACATCGA GATCGAGAAG CATTTTGCCC AAGTAAATGC CTGGAAGAAG
841 GCTAGCTTTC CTGTATATGT CGTCGAGCAA AAGCCGGGAG ACTTCCTCCT CATTCCGCCG
901 CTGGCACCTC ACCAGGTCTG GAACCGAGGC ACCCGCACCATGAAGGTAGC CTGGAACCGT
961 ACCACTGTCG AAACCCTTGA GCTTGCTATT CACGAGGCTT TACCCAAGGC GAGACTTGTC

1021 TGCCGTGATG AGCAGTACAA GAACAAGGCC ATCATCTACT ATGCTCTGAA GAAATACTAC
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AAAGACATCC AGAGCATGGA TGACAATGCT GATATTGGGATGCTCGGTTATGGCCACGAC
TTGGTCAAAAACTCGACGCG GTCGAAGCAAATGATGCAGG ATTTCAAAAA GCTATTTGCG
CTATACACTG ACATCCTTGT GGACGAAATG TTTGGCACCA AAGAGGCCAA CGTCGAATAT
ATCGAGTTCG ACTCCAACAT TACATGTTCT TATTGCCGAT GCAACATTTT TAACCGCTTT
TTGACTTGCA AACACTGTAT CAGGATGCTAACCACCGGCG ATGAGGATAC GTACGATATC
TGCATGGAGT GCTATGCCAT GGGGCGCTCC TGCGTGTGCG TATCGAAACT GAGCTGGTGC
GAGCAGTGGAACTGGTCTGA CCTTGTGCAAAATTACGAGG AATGGCGTAC CATGATCATC
CAGGATGACG GCTTTATTGA CATAAACAAC TCACCCCTCC CTCTTGAGAT TATGAGAAAA
AAGGCAGGCC GGAAATCGGT GGCACAGATT TGCCAGGAAC AACTCCGACG ACGGCCTTTT
AACGACATCA CGAAAGTGGA GCAGCCGGAAACTTTGGAAC CGTCTGATGT TGAAATTGAC
GGCGAGGGCC GGCCGGTAAA GAAGAAGAAG AATCGCCGCA AGAAGAAGGC AGGCGAGACT
TACCGCTGCC ACGTCTGTTG TCATAGGGAC AACACTTTTC GTCTCGCCTT TTGCTCCAAC
ATCGGTTGTG CTGAGGCGTATTGCTACGGT ACGCTCTACC GCGCTTTCGA CCTCATGCCA
CAAGATGTTT TGCGGACGGA GAACTGGAAATGTCCAAAAT GTTTGAAGAT CTGCAATTGT
GGCTCATGCC GCAAGGCAAA CAACACAACA CCTTATACCC CAAAGAAAAC CCTGCTAGGC
CATGACACGAATCGTGTTGC AGATGACCGC AGCAAAGAAC TTTTGGTCGATTTCCGGGTC
CATAACCTGA CCTGGCTCAA AGCTACCGGA GAGGAAAGCC GAAGCCACAATTCCAAGCGT
CTGCAACGTC TCAAGGAGCA GGCAGATGCC GAAAAGGCCA AGGACGACAC CACAAATGAT
GTTGACGTAT CCATGTCCGG CACTGGTGAC AATGTGGCAC AAGAGCAGCA GCAACCAGTT
CAAGTTGGTT ATGGCGATCA GAGTGCCATT CTGGATACAG ACAACTATGG TCAGCCAGAG
ATGGCACAGG ACGGTACCTC TGGAGATCCG ATCGACGCCC ATGGCGAGCC TGATGACATG
TTTGTTACGG GTGCTGCGGT TGATAGCACG CCTTACCCTG ATCCTCTTGG CGACCGGGAC
CGCATGGTTG GGTTGGGCTA TTATGAGCAA GACGGTCCCG ACAGGATTTT GTTCGACGAC
TTCGAGGCCC CTGACTTGAA CGCCCTCGAA CAAGAGGAGG AGAATGAATATCTGCAGAAA
ATGTTGCAAAAGGCTAAGCG GAAGGCCAAG AAAGACGATG ATGACGATCC GGACTTCCGC
GGTCCCAAAT CATGGAGGAA GAAATCCAGA AATGACACCATGGCGACTGC ACTATACAAC
GCCATGGTCG ACCCGTCATT GTTGTCCGCT GGCGGCGACA CTCAGATCGC CCCGGCCGGA
GACGTGGCCC TGGAGGATGG AGTTGAGGTT CATCCCTCGA CCAATGCACC GATTCCTGGC
GAACCGAACC AGCCTATTCT CCGACATGCA AAGCCGATGG TCTCGTACGT GGAGCCTGAT
GAGGGCTTTG AAGAATTCAA CGAGGTCTAT GAAGCGGCAC CAAAGAGAGA CTTCCCGTCC
CAGGTAGACT TTACTAGGGA TCACACTACT GGCGCTGATC CCTTAGACCT CGCCGCCGAG
GCTATGCGAA CTCTCCTCGG CGGAAGCGAT GGTGATGGCT TCATGGGTGA CGCTCTCGAC
CCGTCGCAAAAAACTGCACC CATTGCAGCT CGTGCAGAGC CATCTCGTCC ACGCGGCAGG
CCAGGTCGAC CAAAACGCCAATCTGAGCGG CTCCGGCTAG CAGATGCCGT ACCTGAACCC
ACTGCACCCAAGCCAAGAAAATCACGCACG TCGACGTTGG CCAGCCAGGG ATTGGATCGT
GCGGCAGACG ATGACGACGC GCAACCTGCC GAGCAACCAG ATGCCGGCGA TATTCAGCAA
CGACCCGCTC CTGGACCGCG GAAACGCGGC AGGCCCCGTAAGATTCGGCC AATAGAAGAT
GCGGCATCAC GATCGCCGTC TCCTGACACA CCTAAGTACATGTCCATGGC GGAACGTATG
GCACTTCGGG GAAAGAAGCT CAAGGTTGCT AAGAGCAGGC AGGCCATCAA CCGCCCATCG
ACGAAACCTT CCCAGTCAGAAGCAAGTACA CCATCCACGC AGCATGCTAA TACCCCCACA
CCTGTTGAGT TTGAAAGCGC AGCGCGGCCT GTTACAAGGG GGTCTGTAGG CTGGCCGAAG
AGAACTCAGG AGCATGAAGA ACGAGAGCAT ATAGGTCACA GCAGCAGTGT TGCGGAAGAA
CAACAGCGTG AGCAGGAGCA GGAGCAGGAC AGTAACAAGC AAAGTGAGGATGACGACTTT
GTCCTGGCCG CGGAGGAGCC AGAAAGCAGG CCCAGCACTT CTGTGTCTGT CTCGTCTAGT



3721 TCCGTTTCTG CTTTTGCGCC GCGTCCTGGA CCTCCTGGAT CTCAGCTCCG CTACCCCCAA
3781 CCGGCCTCGG TTCCCAAAGC TAACCCAGGT CCCACAGTGG TCAGGCTTGG AGATTTGGAT
3841 CTTGATCAAG ACGACAGCGATGATTTCATG GACGGTCTGG ATGACAACAT CTCCCTTTCC
3901 GACTCTGGAA GCGATGACGA CGATGAGGGC ATTCCAGCTT ATGTGAAGCC CAAACCGGTA
3961 GCCACCAGGG GAAGGGGAAG GCCACGTGGT GGCCGGGCCATTAGGGGAGG AAGAGGTCGT
4021 GGCAGAGGTC TGAGGTGA

MOJMJID6(MGG_01543)

MTSSNVSCCQLREFCLKAAREISSECAGGDVRPLNEAAGCESPLVELLGRQATVIAKGASIDAESFALISKRIDDLISISYSKFYAYI
FKDLPFCWRVLYTDASILKFCIVFLASPLAGGNHSASLALSSKPDDALLGQLVQPLDLAIILAGAAGNKRGRRWVEQAFCLLGKIF
DTCQFELGSETVIKTQDDSHLPKRLKLSPSNASPSDWETVASFKTNEPFTPPVKNPVRRLEQLSLESFQSYMDRPSDSDLGPEPLII
TGVTDDWPARTTNPWCKPAYLLSRTLNGQRLVPVETGRSYVDEGWGQKIIPFAAFLEGYIDRPAVSSSADHGSRNSERTEGGGTA
GSLHKQASIAYLAQHQLFAQLPSLRDDIRIPDYCYTAPPPPPASMFPMSEQRPPELEDPILNAWFGPPGTITPLHTDPYHNMLSQVV
GRKYVRLYSHLQTPRMAARGVEDGVEMSNTSHFDVGVMEGWDEANGQDEKESQKNAVDFGSIPFLDCILEPGDTLY IPVGWW

HYVRGLSVSFSVSFWWN

1 ATGACATCCA GCAATGTGTC ATGCTGTCAA CTGAGGGAAT TTTGTCTCAA GGCCGCCAGA
61 GAGATCTCAT CTGAATGCGC AGGTGGTGAT GTTAGGCCAC TCAACGAGGC CGCGGGCTGC
121 GAAAGCCCCC TTGTAGAGCT ACTCGGCCGT CAAGCGACCG TCATTGCAAA GGGTGCTTCA
181 ATCGATGCTG AGTCCTTCGC GCTTATCTCA AAGAGGATTG ACGATCTCAT CTCCATTTCG
241 TACTCGAAAT TCTATGCTTA CATTTTCAAG GATTTGCCTT TTTGTTGGAG GGTATTGTAC

301 ACGGATGCCAGCATTTTGAAGTTCTGCATT GTCTTCCTGG CATCGCCTTT GGCAGGTGGT
361 AATCATTCTG CTTCACTGGC TCTCTCGTCC AAGCCCGATG ATGCCTTGCT GGGGCAACTT
421 GTCCAGCCTC TTGATCTTGC TATAATTCTC GCGGGCGCTG CGGGCAACAA GAGAGGCCGT
481 CGCTGGGTAG AGCAAGCATT TTGCCTACTT GGAAAGATTT TCGATACATG TCAGTTCGAG
541 TTAGGTTCAG AGACTGTCAT AAAGACCCAA GATGACTCCC ATCTTCCCAA GCGACTGAAG
601 CTATCTCCAA GCAACGCTTC CCCCAGTGAC TGGGAGACGG TGGCTTCATT CAAAACAAAC
661 GAGCCATTTA CGCCACCAGT CAAGAATCCG GTGAGGAGGC TTGAGCAACT CTCGCTAGAA
721 TCATTTCAGT CCTACATGGA CCGGCCTTCC GACTCGGATC TAGGACCCGA GCCTTTGATC
781 ATCACCGGTG TCACGGATGA CTGGCCAGCT CGCACGACAAACCCATGGTG CAAGCCTGCC
841 TACCTGCTAT CACGCACTCT CAACGGCCAA CGTCTAGTTC CCGTAGAAAC TGGGAGGAGT
901 TACGTTGATG AGGGCTGGGG TCAGAAGATAATTCCATTTG CCGCATTCTT GGAGGGCTAC
961 ATCGACCGCC CGGCTGTATC TTCCTCGGCG GATCATGGCA GTAGAAACAG CGAAAGAACA

1021 GAGGGCGGTG GTACTGCAGG AAGCTTGCAT AAACAGGCGT CCATAGCCTATCTAGCCCAG
1081 CATCAGCTGT TCGCCCAACT GCCCAGCTTA CGAGACGACATCCGCATACC AGACTATTGC
1141 TATACTGCAC CTCCACCCCC GCCGGCCTCG ATGTTTCCCATGTCGGAACA GCGACCACCC
1201 GAGCTCGAGG ATCCCATCTT GAACGCCTGG TTTGGACCTC CCGGGACGAT CACGCCTCTA
1261 CACACGGATC CATACCACAA CATGCTCTCT CAGGTCGTAG GACGCAAATA CGTTAGGCTC
1321 TATTCTCACC TGCAGACCCC TCGCATGGCC GCCCGAGGGG TGGAGGATGG GGTCGAGATG
1381 AGCAACACCAGTCACTTTGA CGTTGGGGTG ATGGAGGGCT GGGACGAGGC GAACGGTCAA
1441 GACGAGAAGG AGAGCCAGAAAAATGCTGTT GACTTTGGGA GCATTCCTTT TCTAGACTGC
1501 ATCCTGGAGC CAGGAGATAC CCTTTACATT CCTGTGGGCT GGTGGCACTA CGTTAGAGGC
1561 TTGAGCGTCAGCTTCAGTGT CAGTTTTTGG TGGAACTGA



MoJMJID7(MGG_09841)

METQDQGPQSQRVSVLPDGLQDIKHSWEFQGFDDHSTNVLVLHPTSTQIQDSTFPKRFIEAAGLLGAEASGVFKIAIPADLADSPP
YQLPSGSSYNHKTANERYRSYRRQGLKATGFVRLHDGRRNAKTARKAETPVRQAAAWARPPPQAEADHAAQLLDMWNQLRTP
TTRLAAGTMRYIVDVPLETPEDRRRAGVPERSVIWPLAGNHLDEYAPIPGLCYPYKYEGTALAPFTWHVEDVGLISLNHLFQGV

KVWFCIPRADRLAAEEVFRSAPMTATAAIPHHEQFMRHNATLDGHAALRRAGVRVVPVVQRAGEIVATLPEAYHSGFSAGYTVC
EAVNFADRPLRVGEDRAWCTLACSPCPMNHFTFRRRSAEVHVETGEGLNGAELDGRKRARSGDDGVCGLIGQKRGRMGVEVV

G

1 ATGGAAACTC AAGACCAAGG TCCGCAAAGC CAGCGGGTAT CAGTCTTACC AGATGGCTTG
61 CAAGATATCA AACACAGCTG GGAATTCCAG GGGTTTGATG ATCACTCCAC CAACGTCTTG
121 GTTCTTCACC CAACGAGCAC CCAGATCCAA GACTCAACAT TCCCCAAACG CTTCATCGAG
181 GCCGCGGGCC TGCTCGGGGC CGAAGCCAGC GGTGTTTTCA AAATCGCCAT CCCCGCCGAC
241 CTGGCAGACT CGCCACCATA CCAACTCCCC AGCGGCTCCT CCTACAACCA CAAGACCGCC
301 AACGAGCGCT ACCGGTCCTA CCGCCGCCAG GGGCTCAAGG CCACGGGCTT CGTGCGGCTG
361 CACGACGGGC GCAGGAACGC CAAGACTGCC CGGAAGGCCG AGACGCCGGT CAGGCAGGCG
421 GCGGCGTGGG CCCGTCCCCC TCCGCAGGCC GAGGCAGACC ACGCGGCCCAGCTGCTCGAC
481 ATGTGGAACC AGCTGCGCAC GCCAACGACC CGACTCGCAG CAGGCACGAT GCGGTACATT
541 GTCGACGTGC CGCTCGAGAC GCCCGAGGAC AGGCGCCGGG CGGGCGTCCC GGAGCGGTCC
601 GTCATCTGGC CGCTGGCCGG CAACCACCTC GACGAGTATG CGCCCATACC GGGGCTGTGC
661 TACCCGTACAAGTACGAGGG TACGGCCCTG GCGCCCTTCA CGTGGCACGT CGAGGACGTG
721 GGCCTGATTT CGCTGAACCA CCTATTCCAG GGCGTCAAGG TCTGGTTCTG CATACCGAGG
781 GCGGACAGGC TCGCGGCCGA GGAGGTGTTT CGGTCCGCGC CCATGACGGC AACGGCGGCG
841 ATACCGCACC ACGAGCAGTT CATGCGGCAC AACGCCACGC TGGATGGGCA CGCGGCGCTG
901 AGGAGGGCTG GCGTGAGGGT CGTGCCCGTG GTGCAGAGGG CGGGGGAGAT TGTGGCCACG
961 CTGCCAGAGG CGTACCACTC GGGGTTCAGT GCTGGCTATA CAGTGTGCGA GGCGGTCAAC

1021 TTTGCGGACC GGCCGCTGCG GGTGGGCGAG GACAGGGCGT GGTGCACGCT GGCCTGTTCG
1081 CCGTGTCCGATGAACCACTT TACGTTTCGG CGGCGGTCGG CAGAGGTGCA CGTGGAGACT
1141 GGGGAAGGGT TGAATGGTGC CGAGCTCGAC GGACGCAAGC GAGCAAGGTC TGGAGATGAT
1201 GGTGTGTGTG GTTTGATTGG TCAGAAACGC GGCAGGATGG GTGTTGAGGT TGTTGGGTAA

MoJMJID8(MGG_02045)

MANLNSFLDDAPESIRSNKEVIAWLSEKLETLESEKKIERLEAEIKKLKGSRSNEENLRKQANEWKAKYERLHRAATIPKYEHSE
DNAKLIEETRQQLLKQYDEEIGRRAENDQRQAQQVIEQAKKIERLQAENAKYRQVLEKAKKQDFHPSAPSKATSASGNVYNDL
TGYKTKSLTVSNEKQNGSPNNSRRTCSSVSNDIQGNAHAHAAVKLAISTLDAELPESY TKNSIDVESLQLPRRRPGLKVPQFEGSC
EVRLGQMIDWGTQSFPKRKAEVRYFNADTFIGAGVFYQLCRMDSCRVIEYGKNLSITGKSRKHADITIILCHVAAGNQLSLVQPD
HFVVAIVDSGEKAVQHFQKKRVQEDRKLGSLSCWGMENALVNKLKTDLEQAWNLNLSVSQKEFNYAGNTCLLQCVTAVRSYF
GKHTPQEGDQYSIRLFYLERLLEEWVREENESG TSKTSQNKLQSRTPPAIIALAEPSSHPSVCGVAYRQVPCQGGEFVLLLPNPEQ
YRDLKERRKGSPLLFTVAEKLGARKQGAFVIEIPTASRPELPEQRPQQAQCTTYVPEKLDGFWRLFTKKEKSSLPLLPANPQKVG
CLDAATKAYENLVAESFKQKKSLEGVAYQTDIPAETSNERDCAY LPPESPIWPIRGNKLPRTGIPGLHTPTCYRGTPFAPFAWHHED
FELGAINYLHYGQKIWFVTHPGFFDKATATFQEALNIDQDHSQFLRHEAVHGGVQYLRNKDIPTIGFMQEAGQIVVVYPRAYHSG
FGATATVAEAVNYADLQY TLPQDYRPCHKKCQPSDPITADLVFPENNCGRTATLRCKPK TVATLCPAPTSQDLREGVPKRKYAPEP
KRKPSERPRLKGKKHNEAQDEPSNEPPAKRQKDLPPLEDMANEVINAEERAKSHIMACIDNSDLILPNKTMEKKADQYLVLSAR
WAKHAPFSRMVALILETHAVELMY YESFGTLFDKNRVLRRLPSEIVDKSLDMLTERPTDSAFRTWLGRRRTFLKLGLEYLLFIPVA



GEKRMPGFQDFERLTDHQIQSLRKLIKTPANADTIAKVGERFRRSIIEGDISVWKNIGQNEIRDMNLEEISRRIFPLETEQVER

1 ATGGCAAACC TTAACAGCTT TCTTGATGAC GCGCCTGAAT CTATTCGCAG TAACAAAGAA
61 GTAATTGCGT GGCTTTCAGA AAAACTGGAA ACGCTAGAAT CAGAAAAGAA AATCGAAAGG
121 CTGGAGGCTG AAATCAAGAA GCTCAAAGGT AGCCGGTCCAACGAAGAGAATCTTCGAAAG
181 CAAGCCAACG AGTGGAAAGC CAAGTATGAA AGACTGCATA GAGCAGCCAC GATTCCAAAG
241 TATGAGCATT CTGAGGATAA TGCCAAGCTT ATCGAGGAAA CCAGACAACA GCTGCTCAAG
301 CAGTACGATG AAGAGATTGG GCGTCGGGCC GAGAACGACC AACGGCAAGC ACAGCAGGTT
361 ATAGAGCAAG CCAAAAAGAT CGAGAGATTG CAGGCCGAAA ACGCAAAATA CAGACAAGTA
421 CTCGAAAAGG CCAAAAAACA AGATTTCCAT CCCTCTGCAC CAAGTAAAGC GACGTCGGCC
481 AGTGGCAATG TTTACAACGA CCTTACTGGA TATAAAACAAAGTCGTTGAC GGTCAGCAAC
541 GAAAAGCAAAATGGAAGTCC AAACAATTCC CGCAGAACTT GCAGCAGCGT ATCCAACGAC
601 ATCCAGGGTAATGCGCATGC ACACGCGGCG GTCAAGCTCG CTATATCAAC CCTTGATGCC
661 GAATTGCCCG AATCCTACAC AAAAAATTCG ATCGATGTCG AATCTTTGCA GTTGCCGAGG
721 CGGCGCCCAG GCCTCAAAGT CCCCCAATTT GAAGGGTCCT GTGAAGTAAG GCTTGGTCAG
781 ATGATTGACT GGGGTACACAATCCTTCCCT AAACGCAAGG CTGAGGTTAG GTACTTTAAC
841 GCCGATACAT TTATTGGGGC TGGTGTCTTT TACCAGCTAT GTCGCATGGATTCCTGTCGC

901 GTTATTGAGT ACGGAAAAAA TTTATCCATC ACTGGTAAAT CCCGGAAGCA CGCCGACATT
961 ACCATTATCC TTTGCCATGT CGCAGCTGGA AACCAGTTGT CGCTCGTACA GCCTGACCAT

1021 TTCGTTGTCG CTATTGTCGA CTCCGGAGAAAAGGCTGTGC AACATTTTCAAAAGAAAAGG
1081 GTTCAAGAAG ACCGAAAATT GGGGAGCTTG TCCTGCTGGG GAATGGAAAA CGCCCTGGTA
1141 AACAAGCTAAAAACCGATCT CGAACAAGCC TGGAACCTAAATTTGAGTGT TTCTCAGAAA
1201 GAGTTTAACT ATGCCGGCAATACTTGTTTA CTTCAATGCG TAACAGCGGT ACGATCATAT
1261 TTCGGCAAAC ATACTCCGCAAGAAGGCGAC CAATACTCTATTCGATTATT TTACCTCGAG
1321 CGACTGCTGG AGGAATGGGT CCGTGAAGAA AACGAGTCTG GCACGTCAAAAACCTCGCAA
1381 AACAAACTTC AAAGCCGGAC TCCACCAGCA ATCATCGCGC TAGCTGAACC ATCTTCCCAT
1441 CCCAGCGTAT GCGGGGTGGC ATATCGGCAG GTTCCTTGCC AGGGTGGCGAATTTGTGCTG
1501 CTTCTTCCAAACCCTGAACA ATATCGGGAC CTGAAAGAAA GAAGGAAAGG TAGCCCTTTG
1561 CTTTTCACTG TCGCCGAGAAACTCGGAGCA CGAAAGCAGG GCGCATTCGT TATCGAAATC
1621 CCCACAGCCT CTCGACCGGAACTTCCCGAA CAAAGACCTC AGCAAGCACAGTGCACAACC
1681 TACGTCCCGG AAAAGCTGGA CGGCTTTTGG CGGCTCTTCA CTAAAAAAGA AAAATCAAGC
1741 CTTCCTCTTT TACCTGCCAA TCCACAGAAG GTTGGCTGTT TGGACGCCGC CACCAAGGCG
1801 TACGAAAACC TCGTTGCGGAATCATTCAAG CAAAAGAAAA GCTTGGAGGG TGTTGCTTAT
1861 CAGACGGACATCCCAGCAGA GACCAGCAAC GAACGGGATT GTGCTTATTT GCCTCCAGAA
1921 AGTCCTATTT GGCCAATCCG AGGCAACAAG CTACCTCGAA CAGGTATACC GGGACTCCAT
1981 ACTCCGACAT GCTACCGAGG GACCCCTTTC GCTCCGTTTG CATGGCATCA CGAAGACTTT
2041 GAGCTGGGCG CGATCAATTATCTTCATTAT GGACAGAAAATATGGTTTGT CACACACCCA
2101 GGGTTCTTTG ACAAAGCAAC CGCAACGTTT CAAGAAGCTC TAAACATCGA CCAAGATCAC
2161 AGCCAATTTC TGCGGCATGA GGCGGTACAT GGCGGTGTTC AGTATCTACG GAACAAAGAC
2221 ATACCGACGA TAGGTTTTAT GCAAGAAGCC GGGCAAATAG TCGTCGTTTA CCCACGCGCC
2281 TACCACTCGG GATTTGGTGC GACGGCGACA GTCGCTGAAG CGGTCAATTATGCCGATCTG
2341 CAATACACTC TTCCGCAAGA CTACAGGCCG TGTCACAAGA AATGCCAGCC GTCAGACCCC
2401 ATCACCGCTG ACTTGGTGTT CCCCGAAAAT AATTGTGGGC GGACTGCTAC CTTACGCTGC
2461 AAGCCTAAGA CAGTTGCAAC TTTGTGCCCC GCGCCGACTT CCCAGGATCT CCGCGAAGGT



2521 GTTCCAAAAA GGAAATACGC ACCAGAGCCT AAGAGAAAAC CTAGTGAACG GCCTAGATTG
2581 AAAGGAAAGA AGCACAACGA GGCACAAGAC GAACCATCAA ACGAGCCCCC AGCGAAACGA
2641 CAAAAAGACC TACCCCCTCT TGAGGACATG GCAAACGAGG TCATAAATGC AGAAGAGCGG
2701 GCCAAGAGCC ACATCATGGC ATGTATTGAC AACTCGGATC TCATTTTGCC CAACAAGACT
2761 ATGGAAAAAA AGGCAGATCA GTATTTAGTC CTTAGCGCAC GTTGGGCAAA GCATGCGCCG
2821 TTTAGCAGAATGGTGGCCTT GATATTGGAG ACCCACGCAG TTGAGCTGAT GTACTATGAA
2881 TCATTTGGCACTTTATTCGA CAAGAACAGA GTTTTGCGGC GATTACCAAG CGAAATAGTT
2941 GACAAGTCTC TCGACATGCT GACCGAAAGA CCAACCGATT CCGCGTTCAG GACCTGGTTA
3001 GGAAGACGCC GTACCTTTTT AAAACTTGGC CTGGAATACC TACTGTTTAT ACCCGTTGCT
3061 GGGGAGAAAA GGATGCCTGG CTTTCAAGAC TTTGAACGGT TAACAGACCA TCAGATCCAA
3121 TCATTGCGCAAACTTATCAA AACCCCTGCC AACGCCGATA CCATTGCAAAAGTCGGCGAA
3181 AGATTTCGAC GCAGTATTAT CGAAGGTGAC ATCTCGGTTT GGAAAAATAT TGGGCAAAAT
3241 GAAATTCGGG ATATGAACTT GGAGGAGATATCACGCCGGATTTTTCCGCT CGAAACAGAG
3301 CAGGTGGAAC GCTAG

MoJMJID9(MGG_00445)

MKPVPWRYLIQGSALDINEISLSHFQQNFFQPGLPVVLRNPLPTSLAGNARSLAPYYEALRPTDGLSKHSGLRLWKQSNILTKGE
DEYSCHQPLWQCWDTAFGGNHHTSCPFEIGVSPRQQPGLTHFLLWLRARLPDIPRDDIVDHQLGEQDMQLESLLSTELRSCTPGS
SMIRFEGPISLFKLAVMYNHASLSSGGQPLANFYVAQLPIADLPPNLQAALAPPHVVLNAGKGDVYGGSLWMGLTPTKTSWHRD
PNPNILSQSVGSKLVRMMPPRSGERVFHDVHSRLGTRNFNSRFRGMELLDGPEATALDDAVWGPDADQMPEMVEATLNPDESLF
IPKGWWHSVKSLNPGTAFNGLLNVSVNYWFR

1 ATGAAACCTG TTCCATGGCG TTATTTGATT CAAGGCTCTG CTCTTGACAT

51 AAACGAAATC TCACTCAGTC ACTTCCAACAAAACTTCTTC CAACCGGGAC TGCCCGTTGT
111 CCTTAGAAAT CCCCTACCTA CCTCCCTTGC TGGCAATGCT CGCAGTCTTG CGCCTTACTA
171 TGAAGCTCTT AGACCAACCG ACGGCTTATC TAAGCATTCT GGACTGAGGC TATGGAAACA
231 AAGTAATATC CTTACCAAAG GCGAAGATGA ATATTCTTGC CATCAACCGC TTTGGCAATG
291 TTGGGACACC GCCTTTGGTG GAAACCACCA TACATCATGT CCATTTGAGA TTGGCGTCTC
351 ACCGCGACAG CAGCCCGGTC TGACACACTT TCTTTTGTGG CTACGTGCAA GGCTGCCAGA
411 TATTCCTCGA GATGACATTG TTGATCATCAACTTGGCGAA CAAGACATGC AGTTGGAAAG
471 CCTACTCTCT ACTGAACTCC GCAGCTGTAC CCCTGGCTCATCAATGATCC GCTTCGAAGG
531 TCCAATAAGT CTCTTTAAGC TTGCAGTAAT GTACAACCAC GCCTCGTTGAGTTCTGGTGG
591 TCAACCACTC GCCAACTTCT ACGTTGCGCAATTGCCAATC GCAGATTTAC CTCCGAATCT
651 TCAAGCAGCATTAGCTCCAC CTCATGTCGT CCTGAATGCC GGCAAGGGGG ACGTTTACGG
711 GGGCAGCCTG TGGATGGGCT TGACACCGAC CAAAACATCC TGGCATCGAG ATCCCAATCC
771 CAACATTCTT TCCCAATCTG TGGGCAGTAAACTTGTCAGG ATGATGCCAC CAAGATCGGG
831 TGAGCGCGTT TTCCATGATG TACACAGTCG ACTGGGAACT AGAAACTTCAACTCTCGATT
891 CCGTGGCATG GAATTGTTGG ATGGCCCAGA AGCTACTGCC CTAGATGATG CGGTTTGGGG
951 CCCTGATGCG GATCAGATGC CGGAGATGGT CGAAGCCACA CTAAATCCAG ACGAAAGCCT
1011 CTTTATCCCAAAGGGTTGGT GGCATAGCGT CAAGAGCCTC AATCCCGGAA CAGCATTTAA
1071 CGGTTTACTT AACGTATCCG TCAACTACTG GTTCCGCTAA

MoJMJD10(MGG_03140)



MKNPATKKPKAARQDEQVMGTNNSSIVSKRSVEKIYYPDEPHFFRYFVKKFQRRAPLINRGYYLRLHLIDCVVRDFLREPLAAD
KKTKVVVNLGCGSDVLPWQCLTRYSKDCDSVLFVDVDFPDLILRKRNVVLDTPELKDRFAPLETLDTPPVFLRSSRYVQVGCDL
RDIGSLQAALESLVDIKATSFLFVAEVSITYMETDAADAVIQWASTLGDSTFCLLEQILPDGPRHPFAQTMIKHFERLNTPLKSIDK
YPTQQSQSERFQQRGWSNVHCWTLWQAWADSRFLTAEDRHKLDDVEPFDEWEEFALFGSHYVLLQASIRNHTPSPEAKPAGCPS
SCPPLRSLDVNLHHDESQGTQGPRRFGTAMVARDVLGQIHIANVLGTGTNVRLRSLDLYSPLGSNEDAGLLKCSGPASRLCHAM
TDIGNSGFLLSGGRASPTAPLDGCWVFEKGVNDWRRTHDLPVPLYRHTTVRLGHSSLALVFGGKIGGSKVFDGYLLYHPQKGWI
RCKVKGDVAPSPVFGAVAFCSKGAAGGSLLFRGVLAGGMAEEGVTTDQILRWELEAGGFETPSISFKKLDVATGERNLINRFGAS
CIKLNEKYHVIIGGVKSTNLLPHDHDILILRDDGASTSLSIHSRVNFPVYRKGSIPRHLAVGSSIACTERGQVILVGGGATCFSMGTF
WTKGAYTFLIDPERLSNLDTAPYSSEDALPTQISTEAASVQKEEDIIWASSGAVLISDADTGVLDSKSVTHQEAAQTSSEIPRVRLA
SKEDFEQVLRRRKPVIIEDASLGPCMTAWSDEY LVEAVGADREVSIHESPSQVMDFNAKNFRYVNKRFGEFVQEIASGQKLYLRA
LSNDEPTARAANLQDDFPQLAKDFVLPSELEAVRENLFSSVLRMSGPVNMWLHYDVMANVYCQIRGSKRFILFPPCDVTELSIPP
GGSSSSIDAFAATPARTHPHEATLAAGDVLFLPPLWLHTATPASDSPGVAVNVFFRDMDAGYSAGRDVYGNRDLAAYEKARRDV
DKILTSFKSLPGDAREFYLKRLAEELRRGSMSGA

1 ATGAAGA ATCCAGCTAC CAAAAAGCCA AAGGCCGCAA

38 GGCAAGATGA GCAGGTCATG GGCACAAACA ATAGCAGTAT CGTTTCAAAA CGCAGCGTTG
98 AAAAGATTTA CTATCCAGAT GAGCCTCACT TTTTCCGGTACTTTGTCAAAAAGTTCCAGA

158 GGCGAGCTCC ATTGATCAAT CGCGGTTACT ATTTACGTCT ACATCTCATC GACTGTGTGG

218 TCAGGGATTT TTTGAGAGAA CCGTTGGCGG CCGACAAGAA GACCAAGGTG GTAGTAAACC
278 TGGGCTGTGG AAGTGATGTG CTCCCCTGGC AATGTCTTAC TCGGTATTCC AAAGACTGCG
338 ACTCGGTTTT GTTTGTTGAT GTCGACTTTC CAGACTTGAT CCTCCGGAAA CGGAATGTCG
398 TCTTGGATAC TCCTGAGCTC AAGGACCGTT TTGCGCCCCT GGAGACACTC GACACTCCGC
458 CCGTGTTCTT ACGCAGCAGT CGATATGTCC AGGTTGGCTG TGATCTCCGT GACATAGGTT
518 CTCTACAGGC AGCGTTGGAG TCCCTAGTAG ACATCAAAGC AACGTCCTTT CTTTTTGTGG
578 CCGAGGTATC CATAACATAC ATGGAAACTG ATGCCGCCGA TGCAGTAATC CAGTGGGCCA
638 GTACTTTGGG GGACTCCACT TTCTGTCTCT TGGAACAGAT TCTACCCGAT GGTCCACGGC
698 ACCCGTTCGC ACAGACTATG ATCAAGCACT TCGAGCGGCT CAATACGCCG CTCAAATCCA
758 TCGACAAGTA TCCCACACAG CAGAGTCAGT CTGAACGCTT CCAACAGAGA GGCTGGTCAA
818 ATGTTCATTG CTGGACCTTATGGCAGGCGT GGGCTGACTC CCGGTTTCTG ACTGCTGAGG
878 ACCGCCACAA GCTCGATGAC GTCGAGCCTT TTGACGAATG GGAAGAGTTT GCGCTCTTTG
958 GGAGTCACTATGTGCTGCTA CAAGCATCCA TTCGAAATCA TACGCCATCT CCAGAGGCCA
1018 AGCCAGCCGG TTGCCCGAGC TCTTGCCCGC CTCTGCGATC CCTTGACGTAAACCTGCATC
1078 ACGATGAAAG CCAGGGCACA CAAGGGCCTC GTCGCTTCGG GACCGCCATG GTGGCTCGGG
1138 ATGTTTTGGG CCAGATTCAC ATCGCCAACG TTCTCGGCAC AGGCACGAAT GTCAGGCTAA
1298 GGTCCCTTGA CCTGTATAGT CCTTTGGGCT CAAATGAGGA CGCTGGGTTG TTGAAATGCA
1358 GTGGGCCTGC TAGCCGCTTG TGCCATGCAA TGACAGATAT CGGGAACAGT GGTTTTCTCC
1418 TATCTGGAGG CAGAGCATCG CCCACAGCCC CCTTGGATGG ATGTTGGGTC TTTGAGAAGG
1478 GCGTGAACGATTGGCGTCGAACCCATGATC TCCCAGTCCC TTTGTACCGT CACACCACTG
1538 TGAGACTCGG CCACTCCAGC CTCGCTCTCG TATTTGGCGG AAAAATTGGA GGCTCCAAAG
1598 TATTCGACGG CTACCTGTTA TACCATCCCC AAAAAGGATG GATTAGGTGC AAAGTCAAGG
1658 GCGACGTAGC TCCTTCTCCC GTATTTGGAG CTGTCGCTTT CTGCTCCAAG GGTGCTGCCG
1718 GAGGATCGCT GCTGTTCAGG GGCGTACTGG CTGGAGGTAT GGCAGAGGAA GGTGTGACAA
1778 CCGACCAAAT ACTTCGCTGG GAACTGGAAG CTGGAGGTTT TGAAACACCG TCTATCTCAT
1838 TCAAAAAACT GGACGTGGCC ACTGGAGAGC GCAATCTGAT CAACAGGTTT GGTGCTAGCT



1898 GCATCAAGCT GAACGAAAAG TATCATGTTATTATCGGCGG CGTCAAGAGT ACCAATTTAC
1958 TTCCACACGA CCACGACATC CTCATCTTGC GGGATGACGG GGCCAGTACAAGCTTGTCTA
2018 TTCACAGCCG CGTCAACTTC CCAGTGTACC GCAAAGGTTC TATACCTCGG CACTTGGCAG
2078 TCGGTTCGTC TATAGCGTGT ACTGAGCGGG GCCAGGTCAT CTTGGTTGGA GGAGGGGCTA
2138 CTTGTTTCTC AATGGGCACA TTCTGGACCA AGGGAGCGTATACGTTTCTC ATCGACCCAG
2198 AGCGGCTGTC TAATCTGGAC ACTGCACCCT ATAGCTCGGA AGATGCTTTG CCAACCCAGA
2258 TTAGCACAGA GGCCGCATCT GTTCAGAAAG AAGAAGACAT TATTTGGGCC AGCTCAGGGG
2318 CGGTGCTCAT CTCGGATGCG GACACAGGCG TGCTGGATTC AAAGTCGGTAACTCATCAAG
2378 AGGCTGCTCAAACTAGCTCA GAGATTCCTC GAGTTAGGCT TGCCTCAAAA GAGGATTTTG
2438 AGCAGGTTCT GCGACGAAGA AAGCCGGTGA TAATAGAAGA CGCTTCCCTG GGACCCTGCA
2498TGACTGCATG GTCTGACGAG TATCTTGTTG AGGCAGTTGG TGCTGATAGA GAAGTATCGA
2558 TACATGAATC CCCCAGTCAA GTGATGGACT TCAACGCCAAAAACTTCCGC TATGTCAACA
2618 AAAGATTTGG CGAGTTTGTA CAAGAGATAG CGAGCGGCCA GAAGCTGTAT CTGCGCGCCC
2678 TCTCTAATGA CGAACCAACC GCCAGAGCCG CCAACCTGCA GGATGACTTT CCCCAGCTTG
2738 CCAAAGATTT CGTCCTACCC TCGGAGCTGG AAGCTGTGCG CGAGAACCTC TTCAGCTCGG
2798 TGTTGCGCAT GTCTGGGCCG GTTAACATGT GGCTGCACTA CGATGTCATG GCAAATGTGT
2858 ACTGTCAAAT CAGAGGGTCC AAGCGATTTATTCTCTTCCC ACCCTGCGAC GTCACTGAGT
2918 TATCAATCCC GCCTGGAGGC TCCAGCTCCA GCATCGATGC GTTCGCTGCG ACGCCAGCGC
3078 GGACGCACCC CCACGAGGCAACGCTCGCTG CGGGCGACGT CCTCTTCCTG CCACCGTTAT
3138 GGCTCCATAC AGCGACTCCG GCATCGGACT CCCCCGGCGT GGCAGTCAAC GTCTTCTTTC
3198 GTGACATGGA CGCAGGTTAC AGTGCAGGTC GCGATGTGTA CGGCAATAGA GACCTCGCGG
3258 CTTACGAGAA GGCGAGGCGG GACGTCGACAAGATCCTGAC CAGCTTCAAG TCGCTGCCCG
3318 GCGATGCTAG AGAGTTTTAC CTCAAGAGGC TGGCTGAGGA GCTCCGCCGA GGGTCGATGT
3398 CGGGCGCTTAA

MoJMJD11 (MGG_08136)

MEDCAPEFSSWDPISELIITYNELNSPLAEELQEEPSPLEFMRYVARNTPFVVRKAASGWQASKHWDVSFLKETLVGQDVNVAVT
PKGNADAPTKLSDGSLVFAKPLEEDQAFGDFIDFVVRQEKNLANHDDEDEIRYAQTQNDNLRHEYATLFSHVHRDIPFARIALDR

EPEAINLWIGNSRSVTAMHKDNYENIYVQILGRKHFVLLPPLCHPCVNEQRLRPATYARKSCNDPDGGGGGGTETTATAGSLELQ
LDDSESEEVPFAIWDVDRPDEQATPYSKLACPMRVTLEPGDMLY LPAMWYHKVSQSCGEQGVCVAVNYWYDMDFSGPLYPMS

SFVRAVHMRDEVNVLKQDAQEKEG

1 ATGGAAGATTGTGCGCCAGAGTTTTCCA

29 GCTGGGATCC CATCTCGGAG CTAATCATCA CATACAATGA GTTGAATAGC CCGCTGGCCG

89 AGGAGCTCCA AGAGGAACCG AGCCCGTTAG AGTTCATGAG ATATGTGGCT AGGAACACCC
149 CTTTTGTCGT GAGGAAAGCC GCCAGCGGCT GGCAGGCAAG CAAGCATTGG GACGTTTCGT
209 TTCTCAAAGAAACTCTCGTT GGACAGGATG TTAATGTTGC TGTGACACCT AAAGGGAATG
269 CAGATGCCCC AACAAAACTG TCCGACGGCAGTTTAGTCTT TGCCAAGCCG TTGGAAGAGG
329 ACCAGGCTTT TGGCGATTTC ATAGACTTTG TCGTACGTCAAGAGAAAAAT TTAGCAAATC
289 ATGACGATGA GGACGAGATA CGATATGCCC AGACCCAAAATGACAACCTC CGACACGAAT
349 ACGCCACCCT GTTCAGTCAT GTACATCGCG ATATTCCCTT TGCTCGCATT GCCCTCGACC
409 GCGAGCCCGA GGCCATCAAC CTGTGGATTG GTAACTCGCG ATCCGTAACG GCCATGCACA
469 AGGATAACTATGAGAACATT TACGTTCAGA TCCTCGGCCG GAAACACTTT GTCCTCTTGC



529 CGCCGTTATG TCACCCGTGC GTTAATGAGC AGCGTCTGAG ACCGGCGACT TATGCAAGGA
589 AATCTTGCAA CGACCCTGAC GGCGGTGGCG GTGGCGGCAC GGAAACAACT GCAACCGCTG
649 GCAGCCTTGAACTTCAACTT GACGATAGTG AAAGCGAAGAGGTTCCCTTT GCCATTTGGG
709 ATGTTGACAG ACCAGACGAG CAGGCAACGC CTTACTCAAA GCTTGCATGC CCCATGAGGG
769 TTACCCTTGA GCCTGGTGAT ATGCTGTACC TCCCGGCCAT GTGGTATCAT AAAGTTTCGC

829 AGTCATGTGG CGAACAGGGT GTATGCGTGG CCGTAAACTA CTGGTATGAC ATGGATTTCA
889 GCGGGCCGCT TTATCCAATG TCGTCCTTTG TCAGAGCGGT CCACATGCGA GATGAAGTAA
949 ATGTTCTAAA GCAAGATGCA CAAGAGAAGG AGGGATAG



